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3 <110> APPLICANT: Nakamura, Yusuke 

4 Daigo, Yataro 

5 Oncotherapy Science, Inc. 

6 Japan as Represented by 

7 The President of the University of Tokyo 

9 <120> TITLE OF INVENTION: Methods for Damaging Cells Using Effector Functions 
10 Anti-FAM3D Antibodies 

12 <130> FILE REFERENCE: 082368-000700US 

14 <140> CURRENT APPLICATION NUMBER: US 10/809,821 

15 <141> CURRENT FILING DATE: 2004-03-24 

17 <160> NUMBER OF SEQ ID NOS : 2 x ' 

19 <170> SOFTWARE: Patentln Ver. 2.1 • V ' 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 1322 

23 <212> TYPE: DNA 

24 <213> ORGANISM: Homo sapiens 
2 6 <220> FEATURE: 

27 <221> NAME /KEY : CDS 

28 <222> LOCATION: (298).. (972) 

29 <223> OTHER INFORMATION: FAM3D 

31 <400> SEQUENCE : 1 

32 tcctcaaagg aggggcagag cctgcgcagg gcaggagcag ctggcccact ggcggcccgc 60 
34 aacactccgt ctcaccctct gggcccactg catctagagg agggccgtct gtgaggccac 120 
36 tacccctcca gcaactggga ggtgggactg tcagaagctg gcccagggtg gtggtcagct 180 
38 gggtcaggga cctacggcac ctgctggacc acctcgcctt ctccatcgaa gcagggaagt 240 
4 0 gggagcctcg agccctcggg tggaagctga ccccaagcca cccttcacct ggacagg . 297 
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101 cttaggagtc agagcccggc aggggctgag gaggaggagc agggggtget gcgtggaagg 1082 
103 tgctgcaggt ccttgcacgc tgtgtcgcgc ctctcctcct eggaaacaga accctcccac 1142 
105 agcacatcct acceggaaga ccagcctcag agggtccttc tggaaccagc tgtctgtgga 1202 
107 gagaatgggg tgctttcgtc agggactget gacggctggt cctgaggaag gaeaaactge 1262 
109 ccagacttga geccaattaa attttatttt tgctggtttt gaatgaaaaa aaaaaaaaaa 1322 

112 <210> SEQ ID NO: 2 

113 <211> LENGTH: 224 

114 <212> TYPE: PRT 

115 <213> ORGANISM: Homo sapiens 

117 <220> FEATURE: 

118 <223> OTHER INFORMATION: FAM3D 

120 <400> SEQUENCE: 2 

121 Met Arg Val Ser Gly Val Leu Arg Leu Leu Ala Leu He Phe Ala He 

122 15 10 15 

123 Val Thr Thr Trp Met Phe He Arg Ser Tyr Met Ser Phe Ser Met Lys 

124 20 25 30 

125 Thr He Arg Leu Pro Arg Trp Leu Ala Ala Ser Pro Thr Lys Glu He 

126 35 40 45 

127 Gin Val Lys Lys Tyr Lys Cys Gly Leu He Lys Pro Cys Pro Ala Asn 

128 50 55 60 

129 Tyr Phe Ala Phe Lys He Cys Ser Gly Ala Ala Asn Val Val Gly Pro 

130 65 70 75 80 

131 Thr Met Cys Phe Glu Asp Arg Met He Met Ser Pro Val Lys Asn Asn 
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3 <110> APPLICANT: Nakamura, Yusuke 

4 Daigo, Yataro 

5 Oncotherapy Science, Inc. 

6 Japan as Represented by 

7 The President of the University of Tokyo 

9 <120> TITLE OF INVENTION: Methods for Damaging Cells Using Effector Functi 
10 Ant i - FAM3D Antibodies 

12 <130> FILE REFERENCE: 0 823 6 8 - 0 0070 0US 

14 <140> CURRENT APPLICATION NUMBER: US 10/809,821 

15 <141> CURRENT FILING DATE: 2004-03-24 
17 <160> NUMBER OF SEQ ID NOS : 2 

19 <170> SOFTWARE: Patentln Ver. 2.1 

ERRORED SEQUENCES 

21 <210> SEQ ID NO: 1 OOtJS Mot Comply 

22 <211> LENGTH: 1322 ~ wmjjiy 

23 <212> TYPE: DNA VOfT|»Ct»<* Ojsfcett* M*** 

24 <213> ORGANISM: Homo sapiens 

26 <220> FEATURE: 

27 <221> NAME/KEY: CDS 

28 <222> LOCATION: (298).. (972) 

29 <223> OTHER INFORMATION: FAM3D 

31 <4 00> SEQUENCE : 1 

32 tcctcaaagg aggggcagag cctgcgcagg gcaggagcag ctggcccact ggcggcccgc 60 
34 aacactccgt ctcaccctct gggcccactg catctagagg agggccgtct gtgaggccac 120 
36 tacccctcca gcaactggga ggtgggactg tcagaagctg gcccagggtg gtggtcagct 180 
38 gggtcaggga cctacggcac ctgctggacc acctcgcctt ctccatcgaa gcagggaagt 240 
40 gggagcctcg agccctcggg tggaagctga ccccaagcca cccttcacct ggacagg 2 97 
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BrfCKc ttaggagtc agagcccggc aggggctgag gaggaggagc agggggtget gcgtggaagg 10 82 

a tgctgcaggt ccttgcacgc tgtgtcgcgc ctctcctcct eggaaacaga accctcccac 1142 

lUyr 106 agcacatcct acceggaaga ccagcctcag agggtccttc tggaaccagc tgtctgtgga 1202 

fj 108 gagaatgggg tgctttcgtc agggactget gacggctggt cctgaggaag gaeaaactge 1262 

110 ccagacttga geccaattaa attttatttt tgctggtttt gaatgaaaaa aaaaaaaaaa 1322 
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